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Supplementary Figure #2: Average Percent of 
Peptides vs GRAVY Score for MEPs MudPITs
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Supplementary Figure #3: Percent of Amino Acids per 
Peptide Overlapping with a Predicted TMD for MEPs MudPITs
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Supplementary Figure 4A: Average Spectra per 
Protein for Identified Membrane and Soluble 
Proteins in MEPs MudPITs
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Supplementary Figure 4B: Average Percent Sequence 
Coverage for Identified Membrane and Soluble 
Proteins in MEPs MudPITs 
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